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30520199.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MG~~~~~ANTSSKA~~~~~~~~~~~~~~~PVFDENEDVNFDHFEILRAIGKGSFGKVCIVRKNDTKKMYAMKYMNKQKCVERNEVRNVFKELQIMQG 
28524295.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MG~~~~~ANTSSKA~~~~~~~~~~~~~~~PVFDENEDVNFDHFEILRAIGKGSFGKVCIVRKNDTKKMYAMKYMNKQKCVERNEVRNVFKELQIMQG 
YANK1       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MG~~~~~ANTSRKP~~~~~~~~~~~~~~~PVFDENEDVNFDHFEILRAIGKGSFGKVCIVQKNDTKKMYAMKYMNKQKCVERNEVRNVFKELQIMQG 
20829933.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MG~~~~~GNHSHKP~~~~~~~~~~~~~~~PVFDENEEVNFDHFQILRAIGKGSFGKVCIVQKRDTKKMYAMKYMNKQKCVERDEVRNVFRELQIMQG 
YANK2       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MG~~~~~GNHSHKP~~~~~~~~~~~~~~~PVFDENEEVNFDHFQILRAIGKGSFGKVCIVQKRDTKKMYAMKYMNKQKCIERDEVRNVFRELQIMQG 
10946600.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MRSGAERRGSSAAAPPSSPPPGRARPAGSEVSPALPPPAASQPRARDAGDARAQPRPLFQWSKWKKRMSMSSI~SSGSARR~~~~~~~~~~~~~~~PVFDDKEDVNFDHFQILRAIGKGSFGKVCIVQKRDTEKMYAMKYMNKQQCIERDEVRNVFRELEILQE 
YANK3       ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MRSGAERRGSSAAASPGSPPPGRARPAGSDAPSALPPPAAGQPRARDSGDVRSQPRPLFQWSKWKKRMG~SSM~SAATARR~~~~~~~~~~~~~~~PVFDDKEDVNFDHFQILRAIGKGSFGKVCIVQKRDTEKMYAMKYMNKQQCIERDEVRNVFRELEILQE 
M03C11.1.A  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MGVVRRGSDVTSHV~~~~~~~~~~~~~~~SSVSGKSAPCLQHFSVIRSIGRGAFGKVCIVQERKTKKYFALKYMNKRRCIEKGVAANVIRELTLLSK 
1l3r_E      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGX~~~~EQESVKEFLAKAKEDFLKK~~~~~~~~~~~~~~~WETPSQNTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVKLKQIEHTLNEKRILQA 
SgK494      MLMGFCRLEEAGLVSRSIRERNCLYNWDSRFSRERRQRLGMGAVSCRQGQHTQQGEHTRVAVPHKGGNIRGPWARGWKSLWTGLGTIRSDLEELWELRGHHYLHQESLKPAPVLVEKPLPEWPVPQFINLFLPEFPIRPIRGQQQLKILGLVAKGSFGTVLKVLDCTQKAVFAVKVVPKVKVLQRDTVRQCKEEVSIQRQ 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       40                   
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30520199.m  LEHPFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVHFQEDTVKLFICELAMALDYLQSQRIIHRDMKPDNILLDEHGHVHITDFNIAAMLPKETRITTVAGTKPYMAPEMFTSRK~~ETGYSFAVDWWSLGVTAYELLRGRRPYHIRSSTSSKEIVNMFETAIVTYPSAWSQEMVSLLKKLLEPNPDQRFSHLT~~ 
28524295.m  LEHPFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVHFQEDTVKLFICELAMALDYLQSQRIIHRDMKPDNILLDEHGHVHITDFNIAAMLPKETRITTVAGTKPYMAPEMFTSRK~~ETGYSFAVDWWSLGVTAYELLRGRRPYHIRSSTSSKEIVNMFETAIVTYPSAWSQEMVSLLKKLLEPNPDQRFSHLT~~ 
YANK1       LEHPFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVHFKEETVKLFICELVMALDYLQNQRIIHRDMKPDNILLDEHGHVHITDFNIAAMLPRETQITTMAGTKPYMAPEMFSSRK~~GAGYSFAVDWWSLGVTAYELLRGRRPYHIRSSTSSKEIVHTFETTVVTYPSAWSQEMVSLLKKLLEPNPDQRFSQLS~~ 
20829933.m  LEHPFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVHFTEGTVKLYICELALALEYLQRYHIIHRDIKPDNILLDEHGHVHITDFNIATVLKGSEKASSMAGTKPYMAPEVFQVYVDGGPGYSYPVDWWSLGVTAYELLRGWRPYEIHSATPIDEILNMFKVERVHYSSTWCEGMVSLLKKLLTKDPESRLSSLR~~ 
YANK2       LEHPFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVHFTEGTVKLYICELALALEYLQRYHIIHRDIKPDNILLDEHGHVHITDFNIATVVKGAERASSMAGTKPYMAPEVFQVYMDRGPGYSYPVDWWSLGITAYELLRGWRPYEIHSVTPIDEILNMFKVERVHYSSTWCKGMVALLRKLLTKDPESRVSSLH~~ 
10946600.m  IEHVFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVQFSEDTVRLYICEMALALDYLRSQHIIHRDVKPDNILLDEQGHAHLTDFNIATIIKDGERATALAGTKPYMAPEIFHSFVNGGTGYSFEVDWWSVGVMAYELLRGWRPYDIHSSNAVESLVQLFSTVSVQYVPTWSKEMVALLRKLLTVNPEHRFSSLQ~~ 
YANK3       IEHVFLVNLWYSFQDEEDMFMVVDLLLGGDLRYHLQQNVQFSEDTVRLYICEMALALDYLRGQHIIHRDVKPDNILLDERGHAHLTDFNIATIIKDGERATALAGTKPYMAPEIFHSFVNGGTGYSFEVDWWSVGVMAYELLRGWRPYDIHSSNAVESLVQLFSTVSVQYVPTWSKEMVALLRKLLTVNPEHRLSSLQ~~ 
M03C11.1.A  MSHPFIVNLWYTFQDGDYMYMVSDLLLGGDLRYHLSQQGKFAEDRAKLYLCEICLAVEYLHEMKIVHRDIKPENILLDEQGHAHLTDLNLATQLEDDQLATSYSGTRPYMAPEIYATYLEIEDGYDSRVDWWALGVCFYEMLRGRTPFEFSSRTKPEEAYVAFRESSIPYPAHWPTDLIQFINSMLKFDKEKRLVGLE~~ 
1l3r_E      VNFPFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFXEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQGYIQVTDFGFAKRVKGRTWX~~LCGTPEYLAPEIILSKG~~~~~YNKAVDWWALGVLIYEMAAGYPPFFADQP~~~IQIYEKIVSGKVRFPSHFSSDLKDLLRNLLQVDLTKRFGNLKNG 
SgK494      INHPFVHSLGDSWQGKRHLFIMCSYCS~TDLYSLWSAVGCFPEASIRLFAAELVLVLCYLHDLGIMHRDVKMENILLDERGHLKLTDFGLSRHVPQGAQAYTICGTLQYMAPEVLSGGP~~~~~YNHAADWWSLGVLLFSLATG~~KFPVAAERDHVAMLASVTHSDSEIPASLNQGLSLLLHELLCQNPLHRLRYLH~~ 
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30520199.m  ~~DIQNFPYMSDMNWDAVLQKRLIPGFIPTKGRLNCDPTFELEEMILESKPLHKKKKRLAK~REKEMKKSDS~SQTCLLQEHLDAVQKEFIIFNREKVKSDFNQRQANLALEQ~~TKNNTEEEEDGQNNNL~~~~~~~~~~~~~  
28524295.m  ~~DIQNFPYMSDMNWDAVLQKRLIPGFIPTKGRLNCDPTFELEEMILESKPLHKKKKRLAK~REKEMKKSDS~SQTCLLQEHLDAVQKEFIIFNREK~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
YANK1       ~~DVQNFPYMNDINWDAVFQKRLIPGFIPNKGRLNCDPTFELEEMILESKPLHKKKKRLAK~KEKDMRKCDS~SQTCLLQEHLDSVQKEFIIFNREKVNRDFNKRQPNLALEQ~~TKD~~PQGEDGQNNNL~~~~~~~~~~~~~  
20829933.m  ~~DIQSMTYLADMNWDAVFEKALMPGFVPNKGRLNCDPTFELEEMILESKPLHKKKKRLAKHRSRDSTKDSC~PLNGHLQQCLETVRKEFIIFNREKLRRQQGHNGQLSDLDGRIGSQTSSKLQDGRNNNILTH~~TCPRGCSS  
YANK2       ~~DIQSVPYLADMNWDAVFKKALMPGFVPNKGRLNCDPTFELEEMILESKPLHKKKKRLAKNRSRDGTKDSC~PLNGHLQHCLETVREEFIIFNREKLRRQQGQGSQLLDTDSRGGGQAQSKLQDGCNNNLLTH~~TCTRGCSS  
10946600.m  ~~DMQTAPSLAHVLWDDLSEKKVEPGFVPNKGRLHCDPTFELEEMILESRPLHKKKKRLAKNKSRDSSRDSSQSENDYLQDCLDAIQQDFVIFNREKLKRSQELMSEPPPGPETSDMTDSTADSEAEPTALPMCGSICPSSGSS  
YANK3       ~~DVQAAPALAGVLWDHLSEKRVEPGFVPNKGRLHCDPTFELEEMILESRPLHKKKKRLAKNKSRDNSRDSSQSENDYLQDCLDAIQQDFVIFNREKLKRSQDLPREPLPAPESRDAAEPVED~EAERSALPMCGPICPSAGSG  
M03C11.1.A  ~~AIKKHSYTERIDFKSVFEKKPSPVFIPCKEGLNCDPMYELEERILVSTPIHRRRTNHNNSSGRSSSEPQN~~~~~~~~AALVEVSKAFIDFSRHNVKIEPNGFVKLN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
1l3r_E      VNDIKNHKWFATTDWIAIYQRKVEAPFIPKFKGPGDTSNFDDYEEEEIRVXINEKCG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~KEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
SgK494      ~~HFQVHPFFRGVAFDPELLQKQPVNFVTETQATQ~~~~~~~~PSSAETMPFDDFDCD~~~~~~~~~~~~~~~~~~~~~~~~~~~~LESFLLYPIPA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
 


