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31198211.i  ~MDAINKIYSSVSQTVSTLSAVFLGNPLTKDYDIAEHIGSAGTELVWKIYTGSKRTTKEVASIFVFDKKQLELF~~~~~~~~~~~~~~TKDEREEICENIRRGVVQLTKIRHPQVLTVQHAMEESRD~~~~~~~TIAFATEPVVASLANLLGNTTNVSN~~~~~~~~~~~~~~~~~TGLLAEYKLSEFDTKFGIFELIKG 
21358011.f  ~MDMINKFYSSAVQTVSTLSGVLPGNNVTREYEVLEQVCTAGVGLMWKVYNGHKKSTKQEVSVFVFEKKSLERW~~~~~~~~~~~~~~SKDDRETMLETLRRGVQQLTKIRHPHVLTVQHPLEESRD~~~~~~~SLAFATEPVFASLANVVG~~DNVR~~~~~~~~~~~~~~~~~~~~~~SEKKLYDVEIRHGLLQLFDG 
34864725.m  MESMLNKLKSTVTKVTADVTSAVMGNPVTREFDVGRHIASGGNGLAWKIFNGTKKSTKQEVAVFVFDKKLIDKY~~~~~~~~~~~~~~QKFEKDQIIDSLKRGVQQLTRLRHPRLLTVQHPLEESRD~~~~~~~CLAFCTEPVFASLANVLGNWENLPSS~~~~~~~~~~~~~~~ISPDIKDYKLYDVETKYGLLQVSEG 
37574121.m  MESMLNKLKSTVTKVTADVTSAVMGNPVTREFDVGRHIASGGNGLAWKIFNGTKKSTKQEVAVFVFDKKLIDKY~~~~~~~~~~~~~~QKFEKDQIIDSLKRGVQQLTRLRHPRLLTVQHPLEESRD~~~~~~~CLAFCTEPVFASLANVLGNWENLPSS~~~~~~~~~~~~~~~ISPDIKDYKLYDVETKYGLLQVSEG 
SCYL2.h     MESMLNKLKSTVTKVTADVTSAVMGNPVTREFDVGRHIASGGNGLAWKIFNGTKKSTKQEVAVFVFDKKLIDKY~~~~~~~~~~~~~~QKFEKDQIIDSLKRGVQQLTRLRHPRLLTVQHPLEESRD~~~~~~~CLAFCTEPVFASLANVLGNWENLPSP~~~~~~~~~~~~~~~ISPDIKDYKLYDVETKYGLLQVSEG 
12963867.m  ~~~~~~~~~~~~~~~~~MW~FFARDPVRDFPFELSPEPPEGGPPGPWILHRGRKKATGSAVSIFVYDVK~~~~~~~~~~~~~~~~~~~~~PGAEEQTQVAKAAFKRLKTLRHPNILAYIDGLETEK~~~~~~~~CLHIVTEAVTP~~~~~LGTYLKARA~~~~~~~~~~~~~~~~~~~~~EAGGLKEQELSWGLHQIVKA 
SCYL1.h     ~~~~~~~~~~~~~~~~~MW~FFARDPVRDFPFELIPEPPEGGLPGPWALHRGRKKATGSPVSIFVYDVK~~~~~~~~~~~~~~~~~~~~~PGAEEQTQVAKAAFKRFKTLRHPNILAYIDGLETEK~~~~~~~~CLHVVTEAVTP~~~~~LGIYLKARV~~~~~~~~~~~~~~~~~~~~~EAGGLKELEISWGLHQIVKA 
24651131.f  ~~~~~~~~~~~~~~~~~MWSFFSRDSSKDFPYDIGEPVGGFDQYSIWTLHKAKRKTTLEEVSVFVYDIR~~~~~~~~~~~~~~~~~~~~~SGSDTKCELAKAALKRLKTLRHPSILQYLDSLETDK~~~~~~~~MLYVATEAVDP~~~~~LGTYFSKLG~~~~~~~~~~~~~~~~~~~~~SDNVQKGLYLAWGIFQITRA 
1csn_CKI    ~~~~~~~~~~~~~~~~~~~~MSGQNNVVGVHYKVGRRIGEGSFG~~~VIFEGTNLLNNQQVAIKFEPRR~~~~~~~~~~~~~~~~~~~~~~~~~SDAPQLRDEYRTYKLLAGCTGIPNVYYFGQEGL~~~~~~~HNVLVIDLLGPS~~~~LEDLLDLCG~~~~~~~~~~~~~~~~~~~~~~~RKFSVKTVAMAAKQMLAR 
1cki_CKId   ~~~~~~~~~~~~~~~~~~~~MELR~~~VGNRYRLGRKIGSGSFG~~~DIYLGTDIAAGEEVAIKLECVK~~~~~~~~~~~~~~~~~~~~~~~~~TKHPQLHIESKIYKMMQGGVGIPTIRWCGAEGD~~~~~~~YNVMVMELLGPS~~~~LEDLFNFCS~~~~~~~~~~~~~~~~~~~~~~~RKFSLKTVLLLADQMISR 
21104777.q  ~~~~~~~~~~~MFKFLKEVVAGSGSGLKDFPYTIGEPYAS~~AWGSWTHHRGTSKDDGSPVSIFSLSGS~~~~~~~~~~~~~~~~~~~~~NPQDRHLVAGRNGVKRLRTVRHPNILSFLHSTEAEVPDGPAMKHTIYIVTEPVTP~~~~~LSEKLKELN~~~~~~~~~~~~~~~~~~~~~LGGTQRDEYFAWGLHQISKA 
32407018.y  ~~~~~~~~~~~~~MALAGVFKSLGATNINSNYSISSTLTTTAGP~~WKIYPAKKKSTGKEYSVFVFDRKILDAHSKDL~~~SRSSAAGFKKVVEEVVERLKKEASSLARLRHPAILELVEPVEETRGG~~~~~~GLQFVTEPVTTSLAAVLQEKDDQERNGVGGRSSRYVREEPDGTRRRREVEIDELEYQKGLLQVSKA 
6321355.y   ~~~~~~~~~~~~~~~~MMFWSSKTGITSKYSFSSSPTFTAEPWSIYTGRPKSSSSSSPSKVSIFMFDKKQFENYLLHYGIIKSKSGSRDKVLIQEAYEILRNQANNLAKLKHPNILTLIEPLEEHSKN~~~~~~~FMFVTEFVTSSLETVFRETDDEEQN~~~~~~~~~~~~~~~~~~FLQGHVKDNIVVQRGILQLVNA 
19112614.y  ~~~~~~~~~~~~~~~MLANALRLVSNSKKIKYDYDIQKENSVQVGPWTVYSASKKGTNEEVSVFTFDKKNLSTLLKRG~~~~~~~SIDSNLKTNYVLELLRKDVSSLSRLRHPSLLQVVEPLEESKS~~~~~~~SMSFVTRRIQSMLQDFIKSSNGGFSNYG~~~~~~~~~~~SSANGKSSGNALEEVEIQKGLLQIIDG 
17511025.w  ~~~~~~~MVPSRPIVSPTLSSPLQGSGAAPLEKDYHSLEYRLTHGHWRIFNSKSVFGNKDASVLVFDKKSNVKAPPKLG~~~~~~~~~~KSKTYSMFDLIKYETQQLMGLIHPRILHMEHSLEETKD~~~~~~~YISFATEQIFGNLENVVTDES~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LDRLEIKLGVLQIIDG 
SCYL3.h     ~~~~~~~~~~~~~~~~~~~~~~~MGSENSALKSYTLREPPFTLPSGLAVYPAVLQ~DGKFASVFVYKRE~~~~~~~~~~~~~~~~~~~~~~~~~~NEDKVNKAAKHLKTLRHPCLLRFLSCTVEADG~~~~~~~~IHLVTERVQP~~~~~LEVALETLS~~~~~~~~~~~~~~~~~~~~~~~~~~~SAEVCAGIYDILLA 
24662063.f  ~~~~~~~~~~~~~~~MSDVNTSKTATTAARIFSRLDSVEEVQRGRSGSAVGITPPGGPGALSAGVGSGS~~~~~~~~~~~~~~~~~~~~~~~~~~GAGTVAAAVVATGSPARSGQQQYVGGGGVAGS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TAVGVAGAGGVAAVRQR 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       
400                    
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31198211.i  IRFLHDEVQLVHRHLCTENIIVNKQGVWKLFGFGFCWSKRAPGTPVGNHPF~~~~~KS~~~~~RLLGNPGSKWTAPELILE~~NT~~~~~~~~~~CILIYTIYTRENIPSPDASSDLYG~YKQSVTKLSNQGPPK~~LTVIPESLRSEVKKMLSVNPQARPTLQSLTQIS~~~~~YFCDQYVQCLDSLETLFPKDNLEKS 
21358011.f  LQFLHQDAKIVHRNISAETIVINKNRSWKLFGFDFCIANQPATDGTPHWPF~~~~~REYTTSLHVLAQPSLEYTAPELALN~~SVNTPDSDLFSLGVLIFTIYAGK~~PLKMFGSDYSS~FRRYANDLNQRKYPP~~MNAVPSELTESLKALLHPSANLRPKLHELKQIA~~~~~YFQDVGVKTLSYLDSLYQWDNLQKS 
34864725.m  LSFLHSSVKMVHGNVTPENIILNKSGAWKIMGFDFCVSSSNPSEQEPKFPC~~~~~KEWDPNLPSLCLPNPEYLAPEYILS~~VSCETASDMYSLGAVMYAVFNKGRPIFEVNKQDIYKSFSRQLDQLSRLGSSS~~LTSIPEEVREHVKLLLNVTPTVRPDADQMTKIP~~~~~FFDDVGAVTLQYFDTLFQRDNLQKS 
37574121.m  LSFLHSSVKMVHGNVTPENVILNKSGAWKIMGFDFCVSSSNPSEQEPKFPC~~~~~KEWDPNLPSLCLPNPEYLAPEYILS~~VSCETASDMYSLGAVMYAVFNQGRPIFEVNKQDIYKSFSRQLDQLSRLGSSS~~LTSIPEEVREHVKLLLNVTPTVRPDADQMTKIP~~~~~FFDDVGAVTLQYFDTLFQRDNLQKS 
SCYL2.h     LSFLHSSVKMVHGNITPENIILNKSGAWKIMGFDFCVSSTNPSEQEPKFPC~~~~~KEWDPNLPSLCLPNPEYLAPEYILS~~VSCETASDMYSLGTVMYAVFNKGKPIFEVNKQDIYKSFSRQLDQLSRLGSSS~~LTNIPEEVREHVKLLLNVTPTVRPDADQMTKIP~~~~~FFDDVGAVTLQYFDTLFQRDNLQKS 
12963867.m  LSFLVNDCNLIHNNVCMAAVFVDRAGEWKLGGLDYMYSAQGNGGGPPSK~~~~~~~~~~~~GIPELEQYDPPELADSSSRA~~VREKWSADMWRLGCLIWEVFNGSLPRAAALRN~~~~~~~~~~~~~~~~~~~~~~PGKIPKSLVTHYCELVGANPKVRPNPARFLQNCRAPGGFMSNRFVETNLFLEEIQIKEPAEKQ 
SCYL1.h     LSFLVNDCSLIHNNVCMAAVFVDRAGEWKLGGLDYMYSAQGNGGGPPRK~~~~~~~~~~~~GIPELEQYDPPELADSSGRV~~VREKWSADMWRLGCLIWEVFNGPLPRAAALRN~~~~~~~~~~~~~~~~~~~~~~PGKIPKTLVPHYCELVGANPKVRPNPARFLQNCRAPGGFMSNRFVETNLFLEEIQIKEPAEKQ 
24651131.f  LSFLNNDGNLRHNNVSAWSVFVNASGEWKLGSLEYVSAADGNP~MPPAK~~~~~~~~~~~~IPVTLEVYDSPEKNDPSKLK~~AATKCSVDMWGLGCLVWEAFNGVLKQRSNLKD~~~~~~~~~~~~~~~~~~~~~~IEHIPKSLQSLYCELVGASPSNRPNPADIITRCRKPGGFFKNDLVDTLLFLEEIQIKDKAEKN 
1csn_CKI    VQSIHEKS~LVYRDIKPDNFLIGRP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~NSKNANMIYVVDFGMVKFYRDPVTKQHIP~~~~~~~~~~~~~~~~~~~~~YREKKNLSGT 
1cki_CKId   IEYIHSKN~FIHRDVKPDNFLMG~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LGKKGNLVYIIDFGLAKKYRDARTHQHIP~~~~~~~~~~~~~~~~~~~~~YRENKNLTGT 
21104777.q  VSFLNNDCKLVHGNVCVTSVVVTQTLDWKLHAFDVLSEFDANNEASNSP~M~~~~~LQFEWLVGTQYKPMELTKSDWVSIR~~KSPPWAIDSWGLGCLIYELFSGAKLTRTEDLRN~~~~~~~~~~~~~~~~~~~~~TASIPKSLLPDYQRLLSSAPSRRMNPSKLIDNSE~~~~FFQNKLVETIQFMEVLNLKDSVEKD 
32407018.y  LEFLHENAGLVHGNLTPDAILINAKSDWKVSGLAFCSPQQDSDKPTSIQPISLAEVLHYEPRLPRTVQMNLDYTSPDFVLD~~NNLTSSADMFSLGLLCVSLYNSPHRSPLECNSSLSAYKRHFQSSQGVPSSTN~~NYLCSRELPKELANHVLPRLITRRPATRMTAKEFQQSEYFNNIMVKTLRFLDTFPAKTPNEKQ 
6321355.y   LDFVHNRASFVHLNIQPRAIFINENSDWKISGLGYLVKIPPGTNTSEYFLP~~~~~~QYDPRVPPFMHLQLNYTAPEIVFE~~NTLTFKNDYFSLGLLIYFLYTGKDLFRSENSTSEYKLEYNKFESKISTMSWDNIFSKVPQKLRHCIPKLINRDIYSRYDNITLILDS~~~~EFFQDPLVKTLNFLDDLPTKNNEEKY 
19112614.y  LVFLHGSAKVIHYNIRPSSVVVDAKGDWKLCGFSFSQSVESARYEFNDYDFG~~~~~~~~~~IPSSLQQSMDFLAPEYITH~~EIAGPESDVFSFGCLIYSIFNKNQSIINANNHLLSYEKEITSLNSPTFIESK~~~NLPSENLKSLLKETLAVDPKQRASMFELERSP~~~~~YFTGSAIAALRFLESFPEKLPSEKV 
17511025.w  MSYLHNSAKMLHGNLTPDAIYVTATKTWKIGGFSFAVNAKEPNCYPCYPWT~~~~~~~~~KKLPPCLQPDLDFLAPENLAPGQTTVTSAADVFSLGVLICWIYAGGKRLIDAKSNLETYHIVVGQLDAALQCISN~~~~ELGPNLKDSMAKVLSLDVEVRPTVQLLSLIK~~~~~HFDDPCLSALRQLDDIAQVFDPSQK 
SCYL3.h     LIFLHDRGHLTHNNVCLSSVFVSEDGHWKLGGMETVCKVSQATPEFLRSIQS~~~~~~~~~~IRDPASIPPEEMSPEFTTLP~ECHGHARDAFSFGTLVESLLTILNEQVS~~~~~~~~~~~~~~~~~~~~~~~~~~ADVLSSFQQTLHSTLLNPIPKCRPALCTLLSHD~~~~~FFRNDFLEVVNFLKSLTLKSEEEKT 
24662063.f  SASTVLDINLPQRKVSVGGGLAGPPSPVIRNGFSVYDPPQSLISSRHSNFN~~~~~~~~~~~~~~~GQGVGGGGTAGAIAAGGTATGVGIATTNRGRLSISAASGGPLIGSS~~~~~~~~~~~~~~~~~~~~~~~~~~SQLTGGAGAAGAGLSATTGGASAVSGSTLGEP~~~~~~~TGGSGSAPTIGGTAPIQPGPKRQ 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       
600                    
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31198211.i  EFYKR~~LATIIGDIPHRVRLYRILPLLVKEF~~~~~~~~VNCSMIPFVLTNILTITASCTRAE~~~~~~~~~YMQHVSSHLRPVMLLDEPVQ~~~~~~~~~IMLIFFQNLDVLLKVCPSEEIRASVLPLVY~~~~~KALESKSQQIQELCLSIIPSVVVHLDKATIKGGLVPRIKTLCSGTNLVSVRVKCLLCLGQLA~ 
21358011.f  KFYKG~~LPQIIPTLPHRVNLHSILPYLVKEF~~~~~~~~VNSPMIPFVLPNVLLIAEMSSQRE~~~~~~~~~YCDHILPHLKPIFKLTDPIQ~~~~~~~~~ILLIFMQKMDLLLKLTPAEEVKQSVLPLLY~~~~~RSLECDMPQIQDLCLAVLPTFSTLIDYNAMKNSVLPRIKKLCLQSSNVSVKVNCLISIGKLL~ 
34864725.m  QFFKG~~LPKVLPKLPKRVIVQRILPCLTSEF~~~~~~~~VNPDMVPFVLPNVLLIAEECTKEE~~~~~~~~~YIKLILPELGPVFKQQEPIQ~~~~~~~~~ILLIFLQKMDLLLTKTPPDEIKNSVLPM~~~~~~~~~~~~~~~~~~ELCLNIIPTFANLIDYPSMKNALIPRIKNACLQTSSLAVRVNSLVCLGKIL~ 
37574121.m  QFFKG~~LPKVLPKLPKRVIVQRILPCLTSEF~~~~~~~~VNPDMVPFVLPNVLLIAEECTKEE~~~~~~~~~YIKLILPELGPVFKQQEPIQ~~~~~~~~~ILLIFLQKMDLLLTKTPPDEIKNSVLPMVY~~~~~RALEAPSIQIQELCLNIIPTFANLIDYPSMKNALIPRIKNACLQTSSLAVRVNSLVCLGKIL~ 
SCYL2.h     QFFKG~~LPKVLPKLPKRVIVQRILPCLTSEF~~~~~~~~VNPDMVPFVLPNVLLIAEECTKEE~~~~~~~~~YVKLILPELGPVFKQQEPIQAS~~~~~NMILLIFLQKMDLLLTKTPPDEIKNSVLPMVY~~~~~RALEAPSIQIQELCLNIIPTFANLIDYPSMKNALIPRIKNACLQTSSLAVRVNSLVCLGKIL~ 
12963867.m  KFFQE~~LSKSLDSFPEDFCRHKVLPQLLTAF~~~~~~~~EFGNAGAVVLTPLFKVGKSLRAEE~~~~~~~~~YQEKIIPVVVKMFSSTDRAMR~~~~~~~~~~IRLLQQMEQFIQYLDEPTVNTQIFPHVT~~~~~HGFLDTNPAIREQTVKSMLLLAPKLNEANLNVELMKHFARLQAKDDQGPIRCNTTVCLGKIG~ 
SCYL1.h     KFFQE~~LSKSLDAFPEDFCRHKVLPQLLTAF~~~~~~~~EFGNAGAVVLTPLFKVGKFLSAEE~~~~~~~~~YQQKIIPVVVKMFSSTDRAMR~~~~~~~~~~IRLLQQMEQFIQYLDEPTVNTQIFPHVV~~~~~HGFLDTNPAIREQTVKSMLLLAPKLNEANLNVELMKHFARLQAKDEQGPIRCNTTVCLGKIG~ 
24651131.f  RFFSG~~LTTHLDNFPDNVCRHKILPQLITAY~~~~~~~~EYGDAGSAVLAPMFKLGKLLDEVE~~~~~~~~~YQKRIVPCVVKLFASTDRVTR~~~~~~~~~~SRLLQQLDLFIAHLQPQVVNDQIFPQVA~~~~~HGFLDTNATIREQTVKSIIHLAPKLNYNNLNVEVLRHFARLQARDDQGGIRTNTTVCLGKIA~ 
1csn_CKI    ARYMS~~INTHLGREQSRRDDLEALGHVFMYF~~~~~~~~LRG~~~SLPWQGLKAATNKQKYER~~~~~~~~~IGEKKQSTPLRELCAG~~~~~~~~~~~~~~~~~FPEEFYKYMHYARN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LAFDATPDYDYLQGLFSKVLERLNTTED~~~~~~~~~~~~~~~~~ 
1cki_CKId   ARYAS~~INTHLGIEQSRRDDLESLGYVLMYF~~~~~~~~NLG~~~SLPWQGLKAATKRQKYER~~~~~~~~~ISEKKMSTPIEVLCKG~~~~~~~~~~~~~~~~~YPSEFATYLNFCRS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LRFDDKPDYSYLRQLFRNLFHRQGFSYD~~~~~~~~~~~~~~~~~ 
21104777.q  SFFRK~~LPNIAEQLPREIVLKKLLPVLASAL~~~~~~~~EFGSAAAPALVVLLKMGSWLPADQ~~~~~~~~~FSAKVLPTIVKLFASNDRAIR~~~~~~~~~~VSLLQHIDQFGESLTAQTVDEQVFPHVA~~~~~TGFSDTSAFLRELTLKSMLVLAPKLSQRTISGSLLKYLSKLQTRKR~~~~~~~~~~~~~~~~~ 
32407018.y  AFLRG~~LIKVLPDFPNSVMEKKILPGLLEEM~~~~~~~~KDKELISLILHNIFKIIELLPSTAG~~~~~KRAFGDRVRPVIKEIFVTNAKQAQERDPARDAGLIIIIEQLPVIVAACPGKGFKDDILPIIF~~~~~AALESPTPVLVGAALQCLPSVLPVLDFSTIKNELFPVVAMIFSKTNSLAIKVRGLQAFVVLCG 
6321355.y   VFLEG~~LVNLLPEFPPALLQKKFLPILLELLSQFCAEKVVSDKCVGKSLDLIIKIGSTLSQLS~~~~~~~~~FQEKVYPVLLSDANFPVLLKK~~~~~~~~ATICLIDNLDTLKQKVKRSDFLENILKPLFNYVLHDSESDITVVCQEKLLSQIPLALEVLDFPTVKQFLLPLLSNLFTKTTSLTVKNTCVTCFQIMIE 
19112614.y  SFMES~~LSKNLTTFPYRIQSQKILPTLLDHLN~~~~~~~~DQKLVPSLLPCIFEISKGLDSSI~~~~~~~~~FSSKVFTAIFPIISAANSYPER~~~~~~~VPLCIFQYMDCLKSKLPSGEFLSKIVPFIYG~~~~~CFENSSLNVQTTSIQILGTLLDIIDVTTVKSSICPKLYHSFSVTNQLDVKVAILDTFNVFIN 
17511025.w  SHFLSQTLNVAIPHISESVWFNRVLPRFNEQLL~~~~~~~ELPEMYYPITKPLFHILEHCESHN~~~~~~~~~~IHKMKPWIRKLMEAAPHNKLLR~~~~~~~~AFILENMSALFRRLSDEFVEDKCLDVIILS~~~~~LKSEDTSLQSSAVRGLPHVAEYLPVGFITKKLIPAIMGLPPFLHENVPRQLDLLAALAALS 
SCYL3.h     EFFKF~~LLDRVSCLSEELIASRLVPLLLNQLVF~~~~~~AEPVAVKSFLPYLLGPKKDHAQGETPCLLSPALFQSRVIPVLLQLFEVHEEHVR~~~~~~~~~~MVLLSHIEAYVEHFTQEQLKKVILPQVLLG~~~~~LRDTSDSIVAITLHSLAVLVSLLGPEVVVGGERTKIFKRTAPSFTKNTDLS~~~~~~~~~~ 
24662063.f  GSFSN~VFSKLIDGMPAGTMFAKFKSTNVAAST~~~~~~ATQAVADGNPITQYFEIGKPVACAG~~~~~~~~~~~PELVWRIHDAYRKSDNKECS~~~~~~~~VFIFEKKIAEKLHKPRRKETITELLKS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SVKTLERFRHPRILQIYHTVEES~~~~~~~~~~~~~~~ 
 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770       780       790       
800                    
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31198211.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~PKIDKWVMIDDIVSYLPSVNCREPAVIMAIVGVYK~ISFNTDGLGIPKDVLACKVLPHLFPMTIVNGLSLQQFNAIIALIKEFTRKIE~~DEQGDKLGSKAGSISSSTSSSSLQE~~~~~~~~KQQSELQQS~~~~FGSL~~~~~~~~~~~~~GFGSGN~~~~~~~~~~~~~~~ 
21358011.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~ENLDKWLVLDEILPFLQQIQSREPAIIMGIIGIYK~IAMTNTKLGITKDVMAHKCIPYLVPLSVENGLTIAQFNTIISLIKEMMGRVE~~QEQREKLQQLS~TIQRDNKPKDASE~~~~~~~~ILANELENSTLSPYGSIN~~GNKINDDMFSGFTVGQPKAAIGAAIAPA~~~ 
34864725.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~EYLDKWFVLDDILPFLQQIPSKEPAVLMGILGIYK~CTFTHKKLGITKEQLAGKVLPHLIPLSIENNLNLNQFSSFIAVIKEMLSRLE~~SEHRTKLEQLHIMQEQQRSLDIGNQ~~~~~~~~MSTSEETKVTPSG~TQIDKVFNNIGADLLSGGESENREDGLQGKQKRGSLT 
37574121.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~EYLDKWFVLDDILPFLQQIPSKEPAVLMGILGIYK~CTFTHKKLGITKEQLAGKVLPHLIPLSIENNLNLNQFSSFIAVIKEMLSRLE~~SEHRTKLEQLHVMQEQQRSLDIGNQ~~~~~~~~MSTSEETKVAHSGSQQIDKVFNNIGADLLSGSESENREDGMQGKQKRGSLT 
SCYL2.h     ~~~~~~~~~~~~~~~~~~~~~~~~~~EYLDKWFVLDDILPFLQQIPSKEPAVLMGILGIYK~CTFTHKKLGITKEQLAGKVLPHLIPLSIENNLNLNQFNSFISVIKEMLNRLE~~SEHKTKLEQLHIMQEQQKSLDIGNQ~~~~~~~~MNVSEEMKVTNIGNQQIDKVFNNIGADLLTGSESENKEDGLQNKHKRASLT 
12963867.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~SYLSASTRHRVLTSAFSRAT~KDPFAPSRVAGVLG~FAATHNLYSMD~~DCAHKILPVLCGLTVDPEKSVR~~DQAFKTIRSFLSKLESVSEDPTQLAEVEKDVHAASSPGTGGA~~~~~~~~AASWAGWAVTGVSS~~LTSKLIRAHPTPVPSDTTVPQRPVPEGNPAPAPAL 
SCYL1.h     ~~~~~~~~~~~~~~~~~~~~~~~~~~SYLSASTRHRVLTSAFSRAT~RDPFAPSRVAGVLG~FAATHNLYSMN~~DCAQKILPVLCGLTVDPEKSVR~~DQAFKAIRSFLSKLESVSEDPTQLEEVEKDVHAASSPGMGGA~~~~~~~~AASWAGWAVTGVSS~~LTSKLIRSHPTTAPTETNIPQRPTPEGVPAPAPTP 
24651131.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~PHLHPQVRQRVLVSAFIRAM~RDPFPPARVAGVLA~LAATQQYFLLS~~EVANRVLPSLCSLTVDPEKTVR~~DPAFKTIRGFLGKLEKVSEDPSLRETMEADVHTAT~PSIGNA~~~~~~~~AATWAGWAVTAVTAKFYRSQSDSSRPRPPLTGRNLSKPASLEQPSSSSLST 
1csn_CKI    ~~~~~~~~~~~~~~~~~~~~~~~~~~~ENFDWNLL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1cki_CKId   ~~~~~~~~~~~~~~~~~~~~~~~~~~~YVFDWNMLKFGASRAADDAERERRDREERLRH~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
21104777.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~VLINAFTVRALRDTFPPARAAGIMA~LSVTSSYYEMT~~EIATRILPNVVVLTFDPDSDVR~~TKAFQATDQFLQIAK~~~QHHEKLTMGDNSAAEATGIQLKPG~~~~~~~~NAGLLGWAMSSLTQKGKGSDHGPVSSANASNSQISATSSVTSDNRSSTVAY 
32407018.y  GSTDPLANNDGLDGLGPSDRKPASSSSALDKFTMQEKIVPLIKAIKTKEPAVMIAALNVLR~IVG~~~~KVADADFVAMDILPILWAMSLTPLLDLKQFQSFMDLIKSLSKRVE~~DEQTKKLQELNGGNTSGPAEDFMSLGGLSSSSALDTNGTSANDFAALVGGGGNTNNTSPLDSGGWDNVLTSSSNKPVTSPSIRS 
6321355.y   H~~~~~~~~~~~~~~~~~~~~~~~~~KSIDSYTCSETVLPLFKSMKTRDPRILSKLLKLFE~TVP~~~LIITDEIVLVDQVLPLMWNYSMASTLTKSQYSGYTKAINKMSSDIQ~~KHHIAKLDDKVNDIGEDAFHKVIEP~~~~~~~TIMKKEDPETVAAKNIEVAAMQPVKKKTGSSYGETLPQSKSILNSKPLNPKN 
19112614.y  ~~~~~~~~~~~~~~~~~~~~~~~~~QKFLDSFAIVDKLLPVLEKVKTREPTVVMGMVTVYI~SAG~~~~AIIPEETVHEQVIPRLWILSVSPSLSLEQYNKCMREIRSLSDAVQ~~KSHAKKLQSKPSSVVPNRITTDPFS~~~~~~~~~~SQTKEATSKPSSISPNKATTNIFTSQASLSSQGVARETSSASSYRSYSQ 
17511025.w  ~~~~~~~~~~~~~~~~~~~~~~~~~~~DRCDVSSIVHLFGCISLCNSSHPVIVHAKSRIVQRLVMRDPNRLKDSQLLSIHLLNPLVNGLACKDLSTFSCAHFDDVLSSVRILLDVLEQRRYEMEDRQEHKQSNHHLGLNRLG~~~~~~~~NRRVSMSSTNLPRVMISAARPSFSSDSRKMSFLSADGRLEDRGSRRESRD 
SCYL3.h     ~~~~~~~~~~~~~~~~~~~~~~~~~~~LEGDPFSQPIKFPINGLSDVKNTSEDSENFPSSS~~KKSEEWPDWSEPEEPENQTVNIQIWPREPCDDVKSQCTTLDVEESSWDDCEPSSLDTKVNPGGGITATKPVTSGEQKP~~~~~~~~IPALLSLTEESMPWKSSLPQKISLVQRGDDADQIEPPKVSSQERPLKVPSE 
24662063.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~ADTLAFASEPIFASLSNVLAFHESKTYEATNVAP~~~~~~~~~~AAGGAAASQAQAAANTLPQRPAHAKEYNFLDMELKYGFLQLTEALAYLHYSGHVIHRNVCPSSILITKRG~~~~~~~IWKLAGMEYVERMNENDLNSSIPCPPWSNRVSKMAQPNLDFMAPETQSTSKC 
 
                    810       820       830       840       850       860       870       880       890       900       910       920       930       940       950       960       970       980       990       



1000                   
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31198211.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~DLYGDFMQS~~~~~~~~~~~~PASPVPKQTAQS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TAQQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
21358011.f  ~~~~~~~~~~~~~~~~~KAREQLKISHNTISAPPAARPDILSSMMQSN~~LTGLGTITVAAAPPPTTTQMPSNNGWHSANPLVMNHQLASPQASNNNS~~~~~~~~FSLDDL~~~~~~~~DPFAGGRPSVGAPKANNTNGANMY~~~~~~~~~~~~~~TVQQPT~~~~~~~~~~~~~~~~~~~~~~~~~~VNYIYPTGYS 
34864725.m  LEEKQKLAKEQEQAQKLKSQQPLKPQVHTPIAPVKQTKDLTDTLMENMSSLTSLSVSTPKISASSTFTSVPSTGLSMMFSTPIDNTKRNLTNGLNANMGFQTSGFNMPVNPN~~~~~~~~QNFFSGTSTAGVTTMTLGAPPTMSNFSPLSIPPASVKQTQQRPPDMSA~~~~~~~~~~~~~~~~~~~~~~LNNLFGPQKP 
37574121.m  LEEKQKLAKEQEQAQKLKSQQPLKPQVHTPIAPIKQTKDLTDTLMENMSSLTSLSVSTPKISASSTFTPVPSTGLGMMFSTPIDNTKRNLTNGLNANMGFQTSGFSMPVNPN~~~~~~~~QNFFSGTGTAGVTTMSLGAPPTMSNFSPLTIPPASVKQPQQRPTDMSA~~~~~~~~~~~~~~~~~~~~~~LNNLFGPQKP 
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