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9506475.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDYIKIEKIGEGTYGVVYKGRHRTTGQIVAMKKIRLESEEEGVPSTAIREISLLKELRHPNIVSLQDVLMQDSRLYLIFEFLSMDLKKYLDSIP~~~PGQFMDSSLVKSYLYQILQGIVFCHSRRVLHRDLKPQNLLIDDKGTIKLADFGLARAFGI 
31542366.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDYIKIEKIGEGTYGVVYKGRHRVTGQIVAMKKIRLESEEEGVPSTAIREISLLKELRHPNIVSLQDVLMQDSRLYLIFEFLSMDLKKYLDSIP~~~PGQFMDSSLVKSYLHQILQGIVFCHSRRVLHRDLKPQNLLIDDKGTIKLADFGLARAFGI 
CDC2.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDYTKIEKIGEGTYGVVYKGRHKTTGQVVAMKKIRLESEEEGVPSTAIREISLLKELRHPNIVSLQDVLMQDSRLYLIFEFLSMDLKKYLDSIP~~~PGQYMDSSLVKSYLYQILQGIVFCHSRRVLHRDLKPQNLLIDDKGTIKLADFGLARAFGI 
27806699.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDYTKIEKIGEGTYGVVYKGRHKTTGQVVAMKKIRLESEEEGVPSTAIREISLLKELRHPNIVSLQDVLMQDSRLYLIFEFLSMDLKKYLDSIP~~~PGQFMDSSLVKSYLYQILQGIVFCHSRRVLHRDLKPQNLLIDDKGTIKLADFGLARAFGI 
31197861.i  LAHFVATFPVAACCKIKTVKNSTKKKGNGGESERKHIQTHRAMEDFQKIEKIGEGTYGVVYKGRNKHTGEIVAMKKIRLETEDEGIPSTAIREISLLKELKHRNVVSLKDVLMEENRLYLIFEFLSMDLKKYMDSLP~~~PEKMIDADLVKSYMYQITAAMLFCHRRRVLHRDLKPQNLLINKEGVIKVADFGLGRSFGI 
17136606.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEDFEKIEKIGEGTYGVVYKGRNRLTGQIVAMKKIRLESDDEGVPSTAIREISLLKELKHENIVCLEDVLMEENRIYLIFEFLSMDLKKYMDSLP~~~VDKHMESELVRSYLYQITSAILFCHRRRVLHRDLKPQNLLIDKSGLIKVADFGLGRSFGI 
25143990.w  ~~~~~~~~~~~~~~~~~~~~~~~~MDPIREGEVAHEGDSVYTLNDFTKLEKIGEGTYGVVYKGKNRRTNAMVAMKKIRLESEDEGVPSTAVREISLLKELQHPNVVGLEAVIMQENRLFLIFEFLSFDLKRYMDQLG~~~KDEYLPLETLKSYTFQILQAMCFCHQRRVIHRDLKPQNLLVDNNGAIKLADFGLARAIGI 
17554940.w  ~~~~~~~~~~~~~~~~~~~~~~~~MDPIREGEVAHEGDSVYTLNDFTKLEKIGEGTYGVVYKGKNRRTNAMVAMKKIRLESEDEGVPSTAVREISLLKELQHPNVVGLEAVIMQENRLFLIFEFLSFDLKRYMDQLG~~~KDEYLPLETLKSYTFQILQAMCFCHQRRVIHRDLKPQNLLVDNNGAIKLADFGLARAIGI 
23619490.z  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MEKYHGLEKIGEGTYGVVYKAQNN~YGETFALKKIRLEKEDEGIPSTTIREISILKELKHSNIVKLYDVIHTKKRLVLVFEHLDQDLKKLLDVCE~~~GG~~LESVTAKSFLLQLLNGIAYCHDRRVLHRDLKPQNLLINREGELKIADFGLARAFGI 
27806701.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEFCDQDLKKYFDSCN~~~~~GDLDPEIVKSFLFQLLKGLGFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
6680908.m   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEFCDQDLKKYFDSCN~~~~~GDLDPEIVKSFLFQLLKGLGFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
18266682.m  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEFCDQDLKKYFDSCN~~~~~GDLDPEIVKSLLFQLLKGLGFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
CDK5.h      ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEFCDQDLKKYFDSCN~~~~~GDLDPEIVKSFLFQLLKGLGFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
1h4l_CDK5   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEFCDQDLKKYFDSCN~~~~~GDLDPEIVKSFLFQLLKGLGFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
CDK5ps.h    ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQK~KKLEKIGEGTYGTVFKAKNWETHEIVALKWVRLDDNDDGVPSSALREICLLKELKHKNIVRLHDLLHSDKKLTLVFKFCHQHLKKYFDSCN~~~~~GDLDPEIVKSFLFQLLKGLGFCHSRNVLRRDLKPQNLLINRNGELKLADFGLSRAFGI 
18858401.d  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYEKLEKIGEGTYGTVFKAKNRETHEIVALKRVRLDDDDEGVPSSALREICLLKELKHKNIVRLHDVLHSDKKLTLVFEYCDQDLKKYFDSCN~~~~~GDLDPEIVKSFMYQLLKGLAFCHSRNVLHRDLKPQNLLINRNGELKLADFGLARAFGI 
31213957.i  ~~~~~~~~LRKKKIQVIIFRLKHISPPPIQPLHYHRPQQPLTMQKYEKLEKIGEGTYGTVFKGKNRDTLEIVALKRVRLDEDDEGVPSSALREICLLKELKHKNIVRLYDVLHSDKKLTLVFEHCDQDLKKYFDSLN~~~~~GEIDPDVVKSFMYQLLRGLAFCHSHNVLHRDLKPQNLLINKNGELKLADFGLARAFGI 
17137070.f  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MQKYDKMEKIGEGTYGTVFKGRNRDTMEIVALKRVRLDEDDEGVPSSALREICLLKELKHKNIVRLIDVLHSDKKLTLVFEHCDQDLKKYFDSLN~~~~~GEIDMAVCRSFMLQLLRGLAFCHSHNVLHRDLKPQNLLINKNGELKLADFGLARAFGI 
17552716.w  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MLNYDKMEKIGEGTYGTVFKARNKNSGEIVALKRVRLDDDDEGVPSSALREICILRELKHRNVVRLYDVVHSENKLTLVFEYCDQDLKKFFDSLN~~~~~GYMDAQTARSLMLQLLRGLSFCHAHHVLHRDLKPQNLLINTNGTLKLADFGLARAFGV 
39945356.y  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDGKRHLNSFQQLEKLGEGTYATVFKGRNRHTGELVALKEIHLD~SEEGTPSTAIREISLMKELKHENIVGLHDVIHTENKLMLVFEHMDGDLKKYMDTK~~GDR~GALQPMVIKSFMYQLLKGIDFCHQNRVLHRDLKPQNLLINNKGALKLGDFGLARAFGI 
32414773.y  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MDGRKHPSSFQQLEKLGEGTYATVFKGRNRQTGELVALKEIHLD~SEEGTPSTAIREISLMKELKHENIVALHDVIHTENKLMLVFEYMDGDLKKFMDTN~~GER~GALKPHVIKSFMHQLLKGIDFCHKNRVLHRDLKPQNLLINSKGALKLGDFGLARAFGI 
19075421.y  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MN~~~~~~~YQRLEKLGEGTYAHVYKGQNRVTGEIVALKVIRID~ADEGTPSTAIREISLMKELRHPNIMSLSDVLQTENKLMLVFEYMEKDLKKYMDTY~~GNQ~GALPPSQVKNFTQQLLKGISFCHENRVLHRDLKPQNLLINSRGELKLADFGLARSIGI 
6325226.y   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MSSS~~~SQFKQLEKLGNGTYATVYKGLNKTTGVYVALKEVKLD~SEEGTPSTAIREISLMKELKHENIVRLYDVIHTENKLTLVFEFMDNDLKKYMDSRTVGNTPRGLELNLVKYFQWQLLQGLAFCHENKILHRDLKPQNLLINKRGQLKLGDFGLARAFGI 
19173349.y  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MTRYILGALIGSGTYGEVYEAIDTETKEKVALKRIRLN~EKEGMPGTALREISILKKLSHRNIISLVSIIHTDALLTMVFPFIDYELKKYIGMNT~~~~~~~~~GKNIMELVNQLICGVHYLHRMNVVHRDLKPQNILVTSDGVLKIADFGLSRSLEI 
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9506475.m   PIRVYTHEVVTLWYRSPEVLLGSARYSTPVDIWSIGTIFAELA~TKKPLFHGDSEIDQLFRIFRALGTPNNEVWPEVESLQDYKNTFPKWKPGSLASHVKN~~~~~~~LDENGLDLLSKMLVYDPAKRISGKMALKHPYFDDLDNQIKKM~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
31542366.m  PIRVYTHEVVTLWYRSPEVLLGSARYSTPVDIWSIGTIFAELA~TKKPLFHGDSEIDQLFRIFRALGTPNNEVWPEVESLQDYKNTFPKWKPGSLASHVKN~~~~~~~LDENGLDLLSKMLVYDPAKRISGKMALKHPYFDDLDNQIKKM~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
CDC2.h      PIRVYTHEVVTLWYRSPEVLLGSARYSTPVDIWSIGTIFAELA~TKKPLFHGDSEIDQLFRIFRALGTPNNEVWPEVESLQDYKNTFPKWKPGSLASHVKN~~~~~~~LDENGLDLLSKMLIYDPAKRISGKMALNHPYFNDLDNQIKKM~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
27806699.m  PIRVYTHEVVTLWYRSPEVLLGSAGYSTPVDIWSIGTIFAELA~TKKPLFHGDSEIDQLFRIFRALGTPNNEVWPEVESLQDYKSTFPKWKPGSLASHVKN~~~~~~~LDENGLDLLSKMLIYDPAKRISGKMALNHPYFNDLDSQIKKM~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
31197861.i  PVRNYTHEIVTLWYRAPEVLLGSLRYSCPVDIWSIGCIFAEMA~TRKPLFQGDSEIDQLFRMFRILRTPTDDIWPGVTSLPDYKSSFPCWTQNNLASQVSN~~~~~~~LDSAGIDLLQKCLIYDPMLRISAKKILEHKYFDGFERCNIPTE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
17136606.f  PVRIYTHEIVTLWYRAPEVLLGSPRYSCPVDIWSIGCIFAEMA~TRKPLFQGDSEIDQLFRMFRILKTPTEDIWPGVTSLPDYKNTFPCWSTNQLTNQLKN~~~~~~~LDANGIDLIQKMLIYDPVHRISAKDILEHPYFNGFQSGLVRN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
25143990.w  PIRVYTHEVVTLWYRAPEILMGAQRYSMGVDMWSIGCIFAEMA~TKKPLFQGDSEIDELFRIFRVLGTPTELEWNGVESLPDYKATFPKWRENFLRDKFYDKKTGKHLLDDTAFSLLEGLLIYDPSLRLNAKKALVHPYFDNMDTSKLPAGNYRGELELF~~~~~~~~~~~~~~~~~~~~~~~~~~~  
17554940.w  PIRVYTHEVVTLWYRAPEILMGAQRYSMGVDMWSIGCIFAEMA~TKKPLFQGDSEIDELFRIFRVLGTPTELEWNGVESLPDYKATFPKWRENFLRDKFYDKKTGKHLLDDTAFSLLEGLLIYDPSLRLNAKKALVHPYFDNMDTSKLPAGNYRGELELF~~~~~~~~~~~~~~~~~~~~~~~~~~~  
23619490.z  PVRKYTHEVVTLWYRAPDVLMGSKKYSTTIDIWSVGCIFAEMV~NGTPLFPGVSEADQLMRIFRILGTPNSKNWPNVTELPKYDPNFTVYEPLPWESFLKG~~~~~~~LDESGIDLLSKMLKLDPNQRITAKQALEHAYFKENN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
27806701.m  PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAGRPLFPGNDVDDQLKRIFRLLGTPTEEQWPAMTKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLNATGRDLLQNLLKCNPVQRISAEEALQHPYFSDFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6680908.m   PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAGRPLFPGNDVDDQLKRIFRLLGTPTEEQWPAMTKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLNATGRDLLQNLLKCNPVQRISAEEALQHPYFSDFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
18266682.m  PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAGRPLFPGNDVDDQLKRIFRLLGTPTEEQWPAMTKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLNATGRDLLQNLLKCNPVQRISAEEALQHPYFSDFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
CDK5.h      PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAGRPLFPGNDVDDQLKRIFRLLGTPTEEQWPSMTKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLNATGRDLLQNLLKCNPVQRISAEEALQHPYFSDFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
1h4l_CDK5   PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAARPLFPGNDVDDQLKRIFRLLGTPTEEQWPSMTKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLNATGRDLLQNLLKCNPVQRISAEEALQHPYFSDFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
CDK5ps.h    PICCY~AGVVTLWYHPPDVFFGAKLYSTSIDLWSAGCIFAELANAGWPLFPGNDVDDQLKRIFWLLGMLTKEQWPSMTKLPDYKLYPLYPATTSLVNIVP~~~~~~~KLSATGRDLLQNLLKCNPCQCISAEEALQYPYFSDFCPPW~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
18858401.d  PVRCYSAEVVTLWYRPPDVLFGAKLYSTSIDMWSAGCIFAELANAGRPLFPGNDVDDQLKRIFRLLGTPTEEQWQTMNKLPDYKPYPMYPATTSLVNVVP~~~~~~~KLSSTGRDLLQNLLKCNPVQRISAEEALQHPYFADFCPP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
31213957.i  PVKCYSAEVVTLWYRPPDVLFGAKLYTTSIDMWSAGCIFAELANAGRPLFPGSDVDDQLKRIFKLLGTPEEENWPGITQLSDYKPFPLYPPTTSWSQVVP~~~~~~~RLNSKGRDLLQKLLVCRPLLRLSAEQAMSHPYFTEN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
17137070.f  PVKCYSAEVVTLWYRPPDVLFGAKLYTTSIDMWSAGCILAELADAGRPLFPGSDVLDQLMKIFRVLGTPNEDSWPGVSHLSDYVALPSFPAITSWSQLVP~~~~~~~RLNSKGRDLLQKLLICRPNQRISAEAAMQHPYFTDSSSSGH~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
17552716.w  PVRCFSAEVVTLWYRPPDVLFGAKLYNTSIDMWSAGCIFAEISNAGRPLFPGADVDDQLKRIFKQLGSPSEDNWPSITQLPDYKPYPIYHPTLTWSQIVP~~~~~~~NLNSRGRDLLQKLLVCNPAGRIDADAALRHAYFADTSDV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
39945356.y  PVNTFSNEVVTLWYRAPDVLLGSRTYNTSIDIWSAGCIMAEMF~TGRPLFPGTTNEDQIVRIFRIMGTPSERTWPGFSQFPEYKKTFHTYATQDLRNILP~~~~~~~QIDATGIDLLGRMLQLRPEMRISAHDALKHPWFNDILMQQH~~~~~~~~~QQQHAIQAQAQAHQARTQSGSTDTFAGAAV  
32414773.y  PVNTFSNEVVTLWYRAPDVLLGSRTYNTSIDIWSAGCIMAEMF~TGRPLFPGTTNEDQIVRIFRIMGTPTERTWPGLTSFPEYKPNWQMYATQSLSSILP~~~~~~~QIDRDGIDLLQRMLQLRPELRISAHDALQHHWFNDLVHQQHHHQAQQSMMQQPPMMQQQPMMQQHRGYGQPQPNYEGY~~  
19075421.y  PVNTFSNEVVTLWYRAPDVLLGSRVYSTSIDIWSVGCIMAEMA~TGRPLFAGSNNEDQLLKIFRLLGTPTEQSWPGISLLPEYKPTFPIYKAQDLAYLFP~~~~~~~TFDPLGLDLLRRMLRLQPELRTTGQDALQHAWFLTA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6325226.y   PVNTFSSEVVTLWYRAPDVLMGSRTYSTSIDIWSCGCILAEMI~TGKPLFPGTNDEEQLKLIFDIMGTPNESLWPSVTKLPKYNPNIQQRPPRDLRQVLQPHT~~KEPLDGNLMDFLHGLLQLNPDMRLSAKQALHHPWFAEYYHHAS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
19173349.y  RVPPYSSEVVTLWYRSPELLMGSTSYRFYVDIWSLGCIIYEMI~TLEPLFPGESKENQLTLIRRKAGTRR~~~~~SLRGMVEQRLAVPKFVT~~~~~~~~~~~~~~~~~~~~~~EIIVRCLDFNYNQRITADEIMEILENEYGAC~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
 


