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15228711.p  WHQRVKIAVGAARGLEYLHEKAN~~~~~PHVIHR~~~~~~DIKSSNVLIFDNDVAKIADFDLSNQA~~~~~PDMAARLHSTR~VLGTFGYHAPEYA~~~~~~~~MTGQLSAKSDVYSFGVVLLELLTGRKPVDHTLPRGQQSLVTWATPKLSE~DKVKQCVDSRLGGDYPPK~~~AVAK~~~~~~~~~~~~~~~~~~~~~ 
AK066258.q  WAQRVKIAVGAAKGLEYLHEKAQ~~~~~PHIIHR~~~~~~DIKSSNVLLFDDDVAKIADFDLSNQA~~~~~PDMAARLHSTR~VLGTFGYHAPEYA~~~~~~~~MTGQLSSKSDVYSFGVVLLELLTGRKPVDHTLPRGQQSLVTWATPRLSE~DKVRQCVDSRLGGDYPPK~~~AVAK~~~~~~~~~~~~~~~~~~~~~ 
15221111.p  WQQRVKIAVGAARGLEYLHEKVS~~~~~PQVIHR~~~~~~DIKSSNVLLFDDDVAKIGDFDLSDQA~~~~~PDMAARLHSTR~VLGTFGYHAPEYA~~~~~~~~MTGTLSSKSDVYSFGVVLLELLTGRKPVDHTLPRGQQSLVTWATPKLSE~DKVKQCVDARLLGEYPPK~~~AVGK~~~~~~~~~~~~~~~~~~~~~ 
22331138.p  WHQRVKIAVGAARGLEYLHEKAN~~~~~PHVIHR~~~~~~DIKSSNVLLFDDDVAKIADFDLSNQA~~~~~PDMAARLHSTR~VLGTFGYHAPEYA~~~~~~~~MTGTLSTKSDVYSFGVVLLELLTGRKPVDHTLPRGQQSVVTWATPKLSE~DKVKQCVDARLNGEYPPK~~~AVAK~~~~~~~~~~~~~~~~~~~~~ 
15221113.p  WQRRVKIALGAARGLEYLHKKVN~~~~~PQVIHR~~~~~~DIKASNILLFDDDIAKIGDFDLYDQA~~~~~PNMAGRLHSCRMALGASRSHCPEHA~~~~~~~~MTGILTTKSDVYSFGVVLLELLTGRKPVDRTLPRGQQNLVTWATPKLSK~DKVKQCVDARLLGEYPPK~~~AVAK~~~~~~~~~~~~~~~~~~~~~ 
AK065231.q  WMQRVKIALSAAKGLEFLHEKAE~~~~~PRVVHR~~~~~~DIKSSNIMLFDNDVAKVGDFDVSNQS~~~~~PDMAARLHSTR~VLGTFGYHAPEYA~~~~~~~~MTGQLSTKSDVYSFGVVLLELLTGRKPVDHTLPRGQQSLVTWATPRLSE~DKVKQCVDPRLEGDYPPK~~~AVAK~~~~~~~~~~~~~~~~~~~~~ 
AK064374.q  LHVRLSIAVQCLEGLVHIHSFLA~~~~~ENPESRGTSLFGNFRSANIFLDKNFMPKVFNANLSTFLGLCAVQQCTASVDCIHDQRSQKYYLDPKDV~~~~~~~~SDHLFNPKSDVYSFGVVLLELITWKTAKYKSGGQAHMLTTDFLDTYRID~HSATDFFVKKVYDEEGKC~~~FLHE~~~~~~~~~~~~~~~~~~~~~ 
1ir3_IRK    LQEMIQMAAEIADGMAYLN~~~A~~~~~KKFVHR~~~~~~DLAARNCMVAHDFTVKIGDFGMTRDIX~~~~~~ETDXXRKGGKGLLPVRWMAPESL~~~~~~~~KDGVFTTSSDMWSFGVVLWEITSLAEQPYQGLSNEQVLKFVMDGGYLDQ~~~~~~~~~~~~PDNCPER~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
2phk_Phk    ~~KIMRALLEVICALHKLN~~~~~~~~~~~IVHR~~~~~~DLKPENILLDDDMNIKLTDFGFSCQLD~~~~~~~~~PGEKLREVCGTPSYLAPEIIECSMN~~DNHPGYGKEVDMWSTGVIMYTLLAGSPPFWHRKQMLMLRMIMSGNYQFGS~~~~~~~~~PEWDDYSDT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1ias_TGFbR  VEGMIKLALSTASGLAHLHMEIVGTQGKPAIAHR~~~~~~DLKSKNILVKKNGTCCIADLGLAVRHD~~~~SATDTIDIAPNHRVGTKRYMAPEVLDDSIN~~MKHFESFKRADIYAMGLVFWEIAR~RCSIGGIHEDYQLPYYDLVPSDPSVEEMRKVVCEQKLRPNIPNRWQSCEALR~~~~~~~~~~~~~~~~~~~~ 
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AK072522.q  ~~~~~~~~~~~LAAVAALCVQYEADFRPNMTIVVKAIQPLLNTKPAGPA~~~~~~~EPPPA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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