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AK066000.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MPSLALLRAVAMALLLLLARSMEGVDGAGGG~GNATCPLDLSYVTTFPWDADLCAGGAGNMTRCCNTLLSVLAIGLAEQVRATGHFR~IPSVGESAACLKDYGAKLSAAPLSLPGASLVQTCFPSPEQFVSSPS~~~~~~~~~FCAGVTTAAEYRAVVGNDSVA 
AK103589.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MALKESLDPAGRVLGSWARSGEPCG~~~~GSFVGVTCD~SGGRVTAISLQGRGLSGTLPPAIAGLRRLTGLYLHYNGIKGAIPREIGSLSELTDLYLDVNHLTGPLPVEIAAMENLQVLQLGYNQLTGSIPPQLGKLNKLAVLALQSNQLTGAIPATLGDLTQL 
AK067392.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
20521280.q  MAASRLVAAAAIVVVVLVLAGAGAAGAAGAGEVRALLDLAAGLDPTGRLLPSWAPGRDPCGREGGGGFEGVACDGATGAVANVSLQGKGLAGTLPPAVAGLTALTGLYLHYNRLTGALPRELAALSRLTDLYLNVNNFSGPIPPEIAAMPSLQVVQLCYNQLTGGVPTQLGLLKRLTVLELQSNHLSGAIPASLGDLPQL 
15225456.p  ~~~~~~MVSPLTLFLILFFFFLSSALSSSSSELDILLDIKSSLDPEKRFLTSWTPDADPCS~~~SGSFDGVACD~GNRRVANISLQGMGLTGTIPPSIGLLTSLTGLYLHFNSLTGHIPKDISNLPLLTDLYLNVNNLSGEIPPLIGNLDNLQVIQLCYNKLSGSIPTQFGSLKKITVLALQYNQLSGAIPASLGDIDTL 
15235780.p  ~~~~~MVTLCATLLILLSIFLATPSNVRGNAELKALMELKSSLDPENKLLRSWTFNGDPCD~~~~GSFEGIACN~QHLKVANISLQGKRLVGKLSPAVAELKCLSGLYLHYNSLSGEIPQEITNLTELSDLYLNVNNFSGEIPADIGSMAGLQVMDLCCNSLTGKIPKNIGSLKKLNVLSLQHNKLTGEVPWTLGNLSML 
1ir3_IRK    ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
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AK103589.q  ARLDLSFNSLFGSIPSKIAEVPLLEVFDVRNNSLSGSVPAGLRRLNGGFQYVNNKGLCGVGFSLLDLCLSSEDGLKPS~~~KPEPFGPDGTVKTRQVPQSANTDN~HCEGSGCSKSSNAS~~~~VGVLVVGVVAVVIGAAFCGIFAFSYYRRQKQKIGSSLEVSDSRLSTDHYQQKEVCRR~SASPLISVEYSNGWDPLS 
AK067392.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MAR~~~KPE~~~~STNVKPLQAPQTMNVNR~DCDNGGCSRSSSSSTTLSSGAILAGTIIIIGGAAACGISVISWRRRQKQKVGGGGTVES~~~~~~~LEGRASSSN~ASSSLINVEYSSGWDTSS 
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AK067392.q  EGS~~QQGLRLSPE~~~~~WSPSVRYNMEEVECATQYFAGANLLGRSG~FAATYRGAMRDGAA~~~~~~VAVKSIGKSSCKAEEADFLRGLRAITSLR~~HDNLVALRGFCRSRARGE~~~~CFLVYEFMANGSLSRYLDVKDGD~~~~~~~VVLDWATRVSIIKGIAKGIEYLHSS~K~~ANKAALVHQNICADKILMD 
20521280.q  DG~~~RGGIGFSQE~~~~~VAQSFRFNMEDVESATQYFSELNILGKNGNFAATYRGTLRDGTS~~~~~~VVVKRLGKTCCKQEEAEFLKGLKLLAELQ~~HENIVGLRGFCCSRARGE~~~~CFLVYDFVPNGSLSQFLDIDADDVARS~NGRVLEWSTRISIIRGIAKGIEYLHST~R~~ANKPPLVHQNISADKVLVD 
15225456.p  RGQSSNNNSALSQE~~~~~VFESFMFNLEEIERATQSFSEINLLGKSN~VSSVYKGILRDGSV~~~~~~AAIKCIAKSSCKSDESEFLKGLKMLTLLK~~HENLARLRGFCCSKGRGE~~~~CFLIYEFVPNGNLLQYLDVKDETG~~~~~~EVLEWATRVSIINGIARGIVYLHGE~N~~GNKPAIVHQNLSAEKILID 
15235780.p  DS~~~RNGAEFSQEPHLFVVNSSFRFNLEDIESATQCFSEANLLSRNS~FTSVFKGVLRDGSP~~~~~~VAIRSINISSCKNEEVEFMNGLKLLSSLS~~HENLVKLRGFCCSRGRGE~~~~CFLIYDFASKGKLSNFLDLQERETN~~~~~LVLAWSARISIIKGIAKGIAYLHGSDQ~~QKKPTIVHRNISVEKILLD 
1ir3_IRK    ~~~~~~~~~~~~~~~~~~~VFPSSVFVPDEWEVSREKITLLRELGQGS~FGMVYEGNARDIIKGEAETRVAVKTVNESASLRERIEFLNEASVMKGFT~~CHHVVRLLGVVS~~~KGQ~~~PTLVVMELMAHGDLKSYLRSLRPEAENNPGRPPPTLQEMIQMAAEIADGMAYLNAK~~~~~~~~KFVHRDLAARNCMVA 
2phk_Phk    ~~~~~~~~~~~~~~~~~~~~~~GFYENYEPKEILGRGVSSVVRRCIHKPTCKEYAVKIIDVTG~~~~~~~~GGSFSAEEVQELREATLKEVDILRKVSG~HPNIIQLKDTYETN~~~~~~TFFFLVFDLMKKGELFDYLTEKVT~~~~~~~~~~LSEKETRKIMRALLEVICALHKL~~~~~~~~NIVHRDLKPENILLD 
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AK067392.q  HLFVPHLSGAGEHKLL~~~ADDVVFSTLKDSAAMGYLAPEYTTTGR~~~~~~FTDRSDVYAFGVVVFQVLTGRKAVSS~~~~~ELRLLGGGGGAEYSGKLDDLVDPRLG~~~~~GRFSRPEAAKLAGIALLCTSESPAQRPAMAAVLQQLGATQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
20521280.q  YTYRPLISGSGLHKLL~~~VDDLVFSTLKASAAMGYLAPEYTTTGR~~~~~~FSEKSDVYAFGVIVFQILTGKSKIM~~~~~~QLPLE~~~~~~~~SSNDEDLIDGNLR~~~~~GCYSAAEAAKLAKIASACTSENPDHRPTMEELIQELCTF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
15225456.p  HWYNPSLADSGLHKLF~~~TDDIVFSKLKASAAMGYLAPEYITTGR~~~~~~FTDKSDVYAFGMILLQILSGKSKISH~~~~~LMILQ~~~~AVESGRLNEDFMDPNLR~~~~~KNFPEVEAAQLARLGLLCTHESSNQRPSMEDVIQELNNLAADY~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
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